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Mosaic plot: nucleotide distribution in tRNA acceptor stem



Sequence logo plot
(Schneider and Stephens - 1990)
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->  “grid“ graphics….
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Codon distribution, per location, per Amino Acid
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•Goal predict target variable

•Method : recursively partition 
explanatory variables
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-- “The Blind Men and the Elephant ”  by John Godfrey Saxe (1816-1887) 
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Library(rpart)
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Red = bellow 60% fit
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(Sum of information gain in the use of each letter in the model)
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Results
•20% misclassification in prediction
•Same acceptor stem RNA can code for for different Amino Acids

•In different Archaeas
•In the same Archaea

ConclusionsConclusions
•There is code in the acceptor stem
•It is not enough
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